Tomato chlorosis virus isolate Gr-535 segment RNA2, complete sequence
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[bookmark: comment_EU284744.1][bookmark: feature_EU284744.1]FEATURES             Location/Qualifiers
     source          1..774
                     /organism="Tomato chlorosis virus"
                     /mol_type="genomic RNA"
                     /isolate="Gr-535"
                     /db_xref="taxon:67754"
                     /segment="RNA2"
                     /geo_loc_name="Greece"
     CDS             <1
                     /codon_start=2
                     /product="P9"
                     /protein_id="ABX89243.1"
                     /translation="MDLEEMIKELGLAKVERFLTVYNQGRFVAFGNIETLLCLINQHF
                     VEFNPQRAKLDIELSEVRDFLRCFESFRSFGLRK"
     CDS             1..774
                     /codon_start=1
                     /product="coat protein"
                     /protein_id="ABX89244.1"
                     /translation="MENSAVANTGDNGGGRNPLVRPLDDGVDDEVQNLGRRDDSTSII
                     PANPNRSSSWALLNPDTINYNELRKLKVHSTRGDTLTLTQEEEFEKILESFCRRIIGE
                     TQMTDKIFAGFYMSMCQAIVNQGTSVKAAGNNSLENYFEVDGAKFKWKTPDLINEVRP
                     KMADVPNAIRRYARSHEKIIQDFINSGLIKPDYHLQFKHGVLPSHVFGTGDYINGSLM
                     NISDDQLISNLLMKRNALCKGNEGKELYNVNQLASITGC"
ORIGIN      
[bookmark: sequence_EU284744.1]        1 atggagaaca gtgctgttgc aaacactggt gataacggtg gtggccgcaa tcctctggtt
       61 agaccgttag atgatggcgt agatgacgag gtgcagaact taggcaggag ggacgattca
      121 acatctatca ttccggctaa tcctaatcga tcttccagtt gggctttgtt gaacccggat
      181 actattaatt ataacgagtt aaggaaattg aaggtacact ccactagggg tgatactctt
      241 accttgactc aggaagagga gttcgagaag atactcgaat ccttttgcag gcgaataatc
      301 ggtgagaccc agatgacgga taagattttc gctggtttct acatgtccat gtgtcaggcc
      361 attgtaaacc aagggacctc agttaaagca gccggtaata acagtcttga aaactacttt
      421 gaggtagatg gtgcgaaatt taagtggaaa actccggatt tgataaatga ggttagaccc
      481 aaaatggccg atgttccaaa cgctatacgt cggtacgcca gaagtcatga aaagattatt
      541 caggacttta tcaactccgg tcttattaag cctgattatc atttacaatt caaacatggc
      601 gtattaccaa gccatgtgtt tggtaccggc gattatataa atggttcgtt gatgaatatc
      661 tcagatgatc aacttatctc gaacctgctt atgaaaagaa acgctttgtg caagggtaac
      721 gagggcaagg aactgtacaa cgttaaccaa cttgcatcga taactggttg ctaa
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